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SEQUENCE LISTING 



<110> Aguilar, et al . 

<12 0> A METHOD OF MODULATING CELLULAR ACTIVITY AND MOLECULES FOR USE 
THEREIN 

<130> 31471/44171 

<140> 10526829 
<141> 2005-09-26 



<15 0> PCT/AU20 03/0 01150 

<151> 2003-09-04 

<150> AU-2002951212 

<151> 2002-09-04 

<160> 14 

<170> Patentln version 3.5 

<210> 1 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<400> 1 

Ser lie lie Asn Phe Glu Lys Leu 
1 5 



<210> 2 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa is Bc3Ser 

<400> 2 



Xaa lie lie Asn Phe Glu Lys Leu 
1 5 



<210> 3 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<220> 

<221> MI SC_FEATURE 

<222> (2) . . (2) 

<223> Xaa is Bc3lle 

<400> 3 

Ser Xaa lie Asn Phe Glu Lys Leu 
1 5 



<210> 4 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa is Bc3lle 

<400> 4 

Ser lie Xaa Asn Phe Glu Lys Leu 
1 5 



<210> 5 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 
<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> Xaa is Bc3Asn 

<400> 5 



Ser lie lie Xaa Phe Glu Lys Leu 



1 



5 



<210> 6 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> Xaa is Bc3Phe 

<400> 6 

Ser lie lie Asn Xaa Glu Lys Leu 
1 5 



<210> 7 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa is Bc3Glu 

<400> 7 

Ser lie lie Asn Phe Xaa Lys Leu 
1 5 



<210> 8 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa is Bc3Leu 



<400> 8 

Ser lie lie Asn Phe Glu Lys Xaa 
1 5 



<210> 9 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<400> 9 

Gin Leu Ser Leu Leu Met Trp lie Thr 
1 5 



<210> 10 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synethic sequence 

<400> 10 

Ser Leu Leu Met Trp lie Thr Gin Cys 
1 5 



<210> 11 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 
<400> 11 

Ser Leu Leu Met Trp lie Thr Gin Cys Phe Leu 
15 10 



<210> 12 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 



<400> 



12 



Ser Ser lie Glu Phe Ala Arg Leu 
1 5 



<210> 13 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 
<400> 13 

Leu Leu Met Trp lie Thr Gin Cys Phe Leu 
15 10 



<210> 14 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic sequence 

<400> 14 



Leu Met Trp lie Thr Gin Cys Phe Leu 
1 5 



